. HP1-1 is localized to ASCs. (A) Schematic representation of HP1 family proteins from different species. Planarian S. mediterranea (Smed-), H. sapiens (Hsa-), M. musculus (Mmu-), D. melanogaster (Dme-), and S. pombe are shown. The three domains, the N-terminal chromo domain (Chromo), the central hinge region (Hinge), and the C-terminal chromo shadow domain (Chromo Shadow) are indicated. Total protein length is indicated (total AA) and drawn to relative scale. Percentage of identity when compared with SMED-HP1-1 (left) or -HP1-2 (right) over the full length was calculated by alignment (GeneStream II; Centre National de la Recherche Scientifique). (B) IF analysis of HeLa cells transfected with EGFP-tagged HP1-1. The nuclear region is shown. Colocalization is indicated (red triangles). (C) Far Western-type overlay assays. Nuclear extracts of 293FT cells were resolved by SDS-PAGE and either stained with Coomassie blue (left) or transferred to nitrocellulose (right). Purified GST-HP1-1 is shown on the Coomassie-stained gel. The membrane with fractionated nuclear extract was incubated with either GST-HP1-1 (first lane) or GST (second lane). 
